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FIGURE 1 


CLUSTAL W (1.81) multiple sequence alignment 


EPPI_HUMAN 

MGSSGLLSLLVLFVLLANVQGPGLTDWLFPRRCPKIREECEFQERDVCTKDRQCQDNKKC 
EPPI_MOUSE 

MKLSGFVSILVLFGLLARVQGPSLADLLFPRRCPRFREECEHQERDLCTRDRDCPKKEKC 
DJllJHUMAN 

MGLSGLLP I L VPF I LLGD I QE PGHAEG I LG KPCPKI KVECE VEE IDQCTKPRDC PENMKC 
DJ11_M0USE 

MRLWGLLPFLVPF I LLWS I QEPELAEGFF IRTCPRVRVKCE VEERNE CTRKRQC PNKKRC 
* *:•-***** . * + * * . . . * * . * 


EPPI__HUMAN 

CVFS.dGKKCLDLKQDVCEMPKETGPCTjAYFLHWWYDKKDNTCSMFVYGGgQG 
EPPI_MOUSE 

CVFN0GKKCIiNPQQD I CSIjPKDSGYCMAYFRRWWFNKENSTCQVFI YGG^QGNTSTISnSFFQS Q 
DJ1 INHUMAN 

CPFS^GKKCLD FRJGDI CSM PQEAGPCLAS I PHWWYNKKTKI CSEFI YGG SQGNI>]NNFQTE 
DJll_MOUSE 

CLFSSGKKCMDLRQDVCSI,PQDPGPCLAYLPRWWYNQETDLCTEFIYGG|iQGNPMNFPSE 

* * * . . 


EPPI_HUMAN ANCLNTCKNKRFP 

EPPI JVIOUSE SICQNACEKKSSLT- - 

DJ1 INHUMAN AICLVTCKKYH 

DJll_MOUSE GICTWCKKKQMSSWI 
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